Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.080; wR factor = 0.206; data-to-parameter ratio = 12.1.
Related literature
For hydrogen-bond motifs, see: Bernstein et al. (1995) . For applications of Schiff base ligands, see: Pandeya et al. (1999 Pandeya et al. ( , 2000 ; Singh & Dash (1988) Table 1 Hydrogen-bond geometry (Å , ). et al., 1999 , 2000 Singh & Dash, 1988; Kelley et al., 1995; Turan-Zitouni et al., 2007; Tarafder et al., 2002) . They are well known to be medicinally important et al., 1995) . The crystal packing exhibits intermolecular π-π stacking interactions ( Fig. 3 ) between the aromatic rings with the centroid-to-centroid distance of 3.851 (2) Å.
Experimental 1,5-naphthalenediamine (158 mg, 1 mmol) was taken in a 100 ml round bottom schlenk flask and the system was evacuated and purged with nitrogen. To this, a freshly distilled ethanol (40 ml), salicylaldehyde (0.2 ml, 2 mmol) and 2 drops of acetic acid were added. The reaction mixture was stirred at 25 °C for 3 h. The solvent was evaporated using vacuum and the yellow 161.4, 146.4, 133.7, 132.6, 129.0, 126.7, 122.4, 119.6, 119.4, 117.5, 115 .0.
Refinement
The non-hydrogen atoms were refined anisotropically whereas hydrogen atoms were refined isotropically. The hydrogen atoms were placed in calculated positions (C-H = 0.93 Å) and included in the refinement in a riding-model approximation with U iso (H) = 1.2Ueq(C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.3017 (6) 0.64602 (13) −0.0063 (2) 0.0372 (7) 
